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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/762 , 577A 
Tnnut Set : A:\pto.vsk.txt 

JSput Set: N :\?RF4\12262002\I762577A.raw 

4 <110> APPLICANT: Dranoff, Glenn 

5 Schmollinger, Jan 

6 Hodi, F. Stephen 

a , 1?0 > ™E C OT S?I0N: TUMOR ANTIGENS AND USES THEREOF 
12 < > FILE REFERENCE : 24B6/109 ^0^^ 50059/005002) 
\l <140> CURRENT APPLICATION NUMBER: US/09/762 , 577A 
14 <141> CURRENT FILING DATE: 2002-08-29 

14 <150> PRIOR APPLICATION NUMBER: 60/095,766 

15 <151> PRIOR FILING DATE: 1998-08-07 
17 <160> NUMBER OF SEQ ID NOS : 68 

19 <170> SOFTWARE : FastSEQ for Windows Version 3.0 



Does Hot Comply 
Corrected r^kette Nee 

DATE: 12/26/2002 
TIME: 13:32:08 



ERRORED SEQUENCES 



495 

496 

497 

498 

500 

501 

502 

503 

504 

505 

506 

507 

508 
509 
510 
511 
512 
513 
514 
515 
516 
517 
518 
519 
520 
521 
522 



<210> SEQ ID NO: 10 
<211> LENGTH: 1168 
<212> TYPE: PRT 
<213> ORGANISM: Homo 
<400> SEQUENCE: 10 
Asn He Asp Leu Asp 

1 5 
Gly Gly Trp Thr Asp 
20 

Val Cys Gly He Asp 
35 

Gly Asn Arg Trp Thr 
50 

Val Arg Ser Gly Asp 
65 

Phe Gin Val Gly Asp 
85 

Lys Leu Leu Gin Arg 
100 • 

Thr Leu Gly Lys Val 
115 

Leu Lys Val Glu Val 
130 

Val Ser Lys Val Ala 
145 

Glu Arg Leu Ser Gin 
165 



sapiens 

Leu Glu He 

Gly Met Phe 

Glu Asp His 
40 

Phe Asn Pro 
55 

Ala Ala Gin 
70 

Leu Val Gin 



Val Gin Ser 
10 

Glu Thr Leu 
25 

Asp He Val 



Leu Gin His 



Thr Thr Thr 
30 

Val Gin Tyr 
45 

Ala Val Leu Thr Lys Ala 
60 

Gly Gly Thr 



Gly Ala Glu 
75 

Val Cys Tyr 
90 

Gly His Gly Glu Trp Ala 
105 

Gin Gin He 



Asp Leu Glu 



Gly Arg Val 
120 

Cys Gly Thr 

135 
Ser Ala Gly 
150 

Leu Leu Lys 



Ser Trp Thr 

Ser Ala He 
155 

Lys Leu .Phe 
170 



Glu Ala Met 
110 

Tyr Ser Asp 
125 

Tyr Asn Pro 
140 

Ser Asn Ala 
Glu Thr Gin 



Gly His 
15 

Gly Thr 

Pro Ser 

Asn He 

Ser Gin 

80 
Arg He 
95 

Leu Pro 



Ser Asp 

Ala Ala 

Ser Gly 
160 
Glu Ser 
175 
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DATE: 12/26/2002 
ZX^VoT »/.,/7«.S7» ««, 13.32,08 

Output set: »:^4M226200 2 M762577X.«». 

621 L «» P„e Ser « 9 - Eys «, - XL V f «1. Leu «!» Ser « *r 

1 G1 , «u s * - - * s « - ~ Trp 7 

~ - s ~ ~ - ~ ~ «• - - ; ^--^ 

- s „ r ,y - - - - - w phe «r - r 

-> Tyr Leu Gly ^ - - £ - - - - - | 

_ Glu - e „ phe set L „ „, s« o ne 

S *. c sr- - - - - - s£ - : 

SS CVS II. - «» G1 ° <*' G " G " P " "CO"" " 
«» TP*. Hi. Tyr -Leu Tyr Ser lie- Cys Tyr Lys - 

639 Pro Tyr Phe Hr. Tyr 15 

1510 <210> SEQ ID NO: 40 ^ 

1511 <211> LENGTH: 309 A e (k*^ ' 
1ST? <212> TYPE: DNA . {V ^ 
1513 <213> ORGANISM: Homo sapiens ^ 

IMS <400> SEQUENCE: 40 cct tacttgg tatcagacta agaaaagcag 

. > lb is — ssss — 

153 4 <2H> LENGTH'. 166 ^ 

1535 <212> TYPE: DBA <^ 

1536 <213> ORGANISM: Homo sapiens S 
1538 <400> SEQUENCE: 42 mt _, tt<1 ttttttoooo acceagctct 

,--> 153, cggcctgc, WO-™** g cttt«t», ^ 

r> ss r~: r~ — 

1543 <210> SEQ ID NO: 43 

1544 <211> LENGTH: 209 
<212> TYPE: DNA 

1546 <213> ORGANISM: Homo sapiens 
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60 
120 



Page 3 



DATE: 12/26/2002 
^TENT°APPLI CATION^ US/03/7S2 , 577 A TIME: 13:32:03 

E ._> llll <A £ZSZ?^ ™- tjjgj- 5225 J 

" 55 =5 =ES — gagoccatca - 

IllJ IIS gagancccan gccccagccn ggoagggao 

1674 <210> SEQ ID NO: 46 

1675 <211> LENGTH: 1299 

1676 <212> TYPE: PRT _ 

1677 <213> ORGANISM: Homo sapiens 

1679 <400> SEQUENCE : 46 phe Pro H is Pro Leu 

1680 Met Glu Pro Pro Ser Cys He Gin Asp ^ 15 

1681 1 ' val ser Ala Gin Pro Gly Pro Gly Lys Pro Ser 

1682 Glu Pro Glu Pro Gly Val Ser *J.a 30 

1683 2? ftra _ Trp Tyr val Gly Gly Ser Cys Leu Asp His 

1684 Asp Lys Arg Phe Arg Leu Trp ly 45 

iS 5 . Thr - - - ~ pt ° Itp Leu Met « Glu IU Ar9 

iS. Mg f4 <U„ x,a m Cju La CX y <U y C JS CX, Ma Pro AXa «. ^ 
IS? Su v.! XX. - vax II S« 1. - - - ^ <=" ^ S° 

1SU P» OX, »Xa OX, H Se, G x y G X y £ Ser Pro Ser AXa £ - Pro 

I- u „ M *xa % - - - - - - - lit S " " g 

ISI H- XXe £ Ser Hi. fP «. Tyr Ph. M. ^ »» XX. X,s 

US .Xa fx" Pro ft5P »P ». ^ Ser - Ma C y s „Xs vax P h e ^ 
£ Th r »s P Pro ser S vax Pro *s P vax XXe Ser Ser XXe «, «X» 
S£ L .» Ser W . ,Xa £ »e t »*• G X„ £ AU , y s Pro ser , y s *P - 

1703 180 e rm Tvs Phe Glu Val Leu Tyr Cys Gly 

1704 Glu Asp Ala Phe Tyr Asn Ser Gin Lys ^ 

1705 i95 t o Ala Pro Ser Ser Leu He Asp Asp 

1706 Lys Val Thr Val Thr His Lys Lys Ala Pro Se ^ 

1 707 210 , T p hP Ser Leu His Glu Gin Gin Arg Leu Lys He Gin 

1708 Cys Met Glu Lys Phe Ser Leu hi ^ 240 

1 709 225 n a nv Pro Asp Pro Gly Glu Asp Leu Ala Asp Leu Glu 

1710 Gly Glu Gin Arg Gly Pro Asp rr 255 

»S vax vax vax Pro £ Ser - =X, £ C - « - - - ~ 
£5 Gly T . »s P ?S Bi. - «y - - «• ^ - 285 KO 
SI'. Xe» Iht £ Se, «, vax C y a P*e Pro 3X„ «, XJ. - - «p ,« 

sr. ox, is ^ ^ «!. ™ s - cys set ser va 
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RAW SEQUENCE LISTING DATE: 12/26/2002 

PATENT APPLICATION: US/09/762 , 577A TIME: 13:32:08 



Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\12262002\I762577A.raw 



1768 


Ala 


Pro 


Ser 


Phe 


Thr 


Ala 


Pro 


Ser 


Phe 


Leu 


Lys 


Ser 


Phe 


Tyr 


Gin 


Asn 


1769 


705 










710 










715 










720 


1770 


Ser 


Gly 


Arg 


Leu 


Ser 


Pro 


Gin 


Tyr 


Glu 


Asn 


Glu 


lie 


Arg 


Gin 


Asp 


Thr ■ 


1771 










725 










730 










735 




1772 


Ala 


Ser 


Glu 


Ser 


Ser 


Asp 


Gly 


Glu 


Gly 


Arg 


Lys 


Arg 


Thr 


Ser 


Ser 


Thr 


1773 








740 










745 










750 






1774 


Cys 


Ser 


Asn 


Glu 


Ser 


Leu 


Ser 


Val 


Gly 


Gly 


Thr 


Ser 


Val 


Thr 


Pro 


Arg 


1775 






755 










760 










765 








1776 


Arg 


lie 


Ser 


Trp 


Arg 


Gin 


Arg 


He 


Phe 


Leu 


Arg 


Val 


Ala 


Ser 


Pro 


Met 


1777 




770 










775 










780 










1778 


Asn 


Lys 


Ser 


Pro 


Ser 


Ala 


Met 


Gin 


Gin 


Gin 


Asp 


Gly 


Leu 


Asp 


Arg 


Asn 


1779 


785 










790 










795 










800 


1780 


Glu 


Leu 


Leu 


Pro 


Leu 


Ser 


Pro 


Leu 


Ser 


Pro 


Thr 


Met 


Glu 


Glu 


Glu 


Pro 


1781 










805 










810 










815 




1782 


Leu 


Val. 


He 


Phe 


Leu 


Ser 


Gly 


Glu 


Asp 


Asp 


Pro 


Glu 


Lys 


He 


Glu 


Glu 


1783 








820 










825 










830 






1784 


Arg 


Lys 


Lys 


Ser 


Lys 


Glu 


Leu 


Arg 


Ser 


Leu 


Trp 


Arg 


Lys 


Ala 


lie 


His 


1785 






835 










840 










845 








1786 


Gin 


Gin 


He 


Leu 


Leu 


Leu 


Arg 


Met 


Glu 


Lys 


Glu 


Asn 


Gin 


Lys 


Leu 


Glu 


1787 




850 










855 










860 










1788 


Gly 


Ala 


Ser 


Arg 


Asp 


Glu 


Leu 


Gin 


Ser 


Arg 


Lys 


Val 


Lys 


Leu 


Asp 


Tyr 


1789 


865 










870 










875 










880 


1790 


Glu 


Glu 


Val 


Gly 


Ala 


Cys 


Gin 


Lys 


Glu 


Val 


Leu 


He 


Thr 


Trp Asp 


Lys 


1791 










885 










890 










895 




1792 


Lys 


Leu 


Leu 


Asn 


Cys 


Arg 


Ala 


Lys 


He 


Arg 


Cys 


Asp 


Met 


Glu 


Asp 


lie 


1793 








900 










905 










910 






1794 


His 


Thr 


Leu 


Leu 


Lys 


Glu 


Gly 


Val 


Pro 


Lys 


Ser 


Arg 


Arg 


Gly Glu 


He 


1795 






915 










920 










925 








1796 


Trp 


Gin 


Phe 


Leu 


Ala 


Leu 


Gin 


Tyr 


Arg 


Leu 


Arg 


His 


Arg 


Leu 


Pro 


Asn 


1797 




930 










935 










940 










1798 


Lys 


Gin 


Gin 


Pro 


Pro Asp 


He 


Ser 


Tyr 


Lys 


Glu 


Leu 


Leu 


Lys 


Gin 


Leu 


1799 


945 










950 










955 










960 


1800 


Thr 


Ala 


Gin 


Gin 


His 


Ala 


He 


Leu 


Val 


Asp 


Leu 


Gly 


Arg 


Thr 


Phe 


Pro 


1801 










965 










970 










975 




1802 


Thr 


His 


Pro 


Tyr 


Phe 


Ser 


Val 


Gin 


Leu 


Gly 


Pro 


Gly 


Gin 


Leu 


Ser 


Leu 


1803 








980 










985 










990 






1804 


Phe 


Asn 


Leu 


Leu 


Lys 


Ala 


Tyr 


Ser 


Leu 


Leu 


Asp 


Lys 


Glu 


Val 


Gly Tyr 


1805 






995 










1000 








1005 






1806 


Cys 


Gin 


Gly 


He 


Ser 


Phe 


Val 


Ala 


Gly 


Val 


Leu 


Leu 


Leu 


His 


Met 


Ser 


1807 




1010 








1015 








1020 








1808 


Glu 


Glu 


Gin 


Ala 


Phe 


Glu 


Met 


Leu 


Lys 


Phe 


Leu 


Met 


Tyr Asp 


Leu 


Gly 


E — > 1809 


1025 








1030 








1035 






«rl040 


1810 


Phe Arg Lys 


Gin 


Tyr Arg 


Pro 


Asp 


Met 


Met 


Ser 


Leu 


Gin 


He 


Gin 


Met 


1811 










1045 








1050 








1055 


1812 


Tyr 


Gin 


Leu 


Ser 


Arg 


Leu 


Leu 


His 


Asp 


Tyr 


His 


Arg Asp 


Leu 


Tyr Asn 


1813 








1060 








1065 








1070 




1814 


His 


Leu 


Glu 


Glu 


Asn 


Glu 


He 


Ser. 


Pro 


Ser 


Leu 


Tyr 


Ala 


Ala 


Pro 


Trp 


1815 






1075 








1081 


0 








1085 






1816 


Phe 


Leu 


Thr 


Leu 


Phe 


Ala 


Ser 


Gin 


Phe 


Ser 


Leu 


Gly 


Phe 


Val 


Ala 


Arg 
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RAW SEQUENCE LISTING °ATE: ™ 2 *'™ 2 

PATENT APPLICATION: US/09/762 , 577A TIME: 13.32.08 

Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\12262002\I762577A.raw 

1R17 1090 1° 95 1100 

III] Val Pne As P lie lie Ph^Leu Gin Gly Thr Gl^Val lie Phe Lys^ 

llll AlfLeu Ser Leu Le/sfAer Gin Glu Thr^Leu He Met Glu Cys^Glu 

1822 Ser Phe Glu Asn U^Val Glu Phe Le^Lys Asn Thr Leu Pr^Asp Met 

i 8 824 Asn Thr Ser Gl^Met Glu Lys lie Ile'lhr Gin Val Phe Glu Met Asp 

11( -r 1160 116b 

1826 lie Ser Lys Gin Leu His Ala Tyr Glu Val Glu Tyr His Val Leu Gin 

1P97 1170 I 175 , t 

1828 Asp Glu Leu Gin Glu Ser Ser Tyr Ser Cys GluAsp Ser Glu Thr^ 

" Gl^Lys Leu Glu ArgMa^Asn Ser Gin LeuLys Arg Gin Asn Met** 

f 8 32 Leu Leu Glu Lys Leu'cin Val Ala His Thr Lys He Gin Ma Leu Glu 
1833 1220 1225 " 



1834 Ser Asn Leu Glu Asn Leu Leu Thr Arg Glu Thr Lys Met Lys Ser Leu 
iq-,c 1235 1240 1245 

1836 He Arg Thr Leu Glu Gin Glu Lys Met Ala Tyr Gin Lys Thr Val Glu 
1250 1255 1260 



llll Gin Le^Arg Lys Leu ^ProMa Asp Ala LeuAla Asn Cys As P ^Leu & 
nil IT Leu Arg Asp Leu AsTcys Asn Pro Asn Asn Lys Ala Lys Ile^Gly 



1841 1285 1290 

1842 Asn Lys Pro 

1969 <210> SEQ ID NO: 49 

1970 <211> LENGTH: 226 \ \ 

1971 <212> TYPE: DNA 

1972 <213> ORGANISM: Homo sapiens y ^ 

\l]t ^SS^cUiLcag ggtgtctggt ggcaggcctg tgcctatccc tgctgtcccc 60 
19 6 agggtgggcc ccgggggtca ggagctccag aagggccagc tgggcatatt ctgagattgg 120 

1977 ccatcagccc ccatttctgc tgcaaacctg gtcagagoca gtnttccntc catgggaoct ^ 

1978 aaagacagtg ccaagtgcct gcaccgtgga ccacagccga gccact 

2262 <210> SEQ ID NO: 62 

2263 <211> LENGTH: 607 

2264 <212> TYPE: DNA 

2265 <213> ORGANISM: Homo sapiens 

US l^cSafSaatatgt .ttt^gttt aacttacttc ttactatata 60 

llll lllltllT, JtStttt.?. ataacaact, at,ta tg att cacaaaaaa, caga f a,a, 120 



240 
300 



400> SEQUENT: Di n-^tat-al-a 

ttttcaacat qagaatatgt gaatatgttt atttaggttt aacttacttc ttactatata 

2269 ga«tggc« gtKtttaL ataacaactg atatatgatt cacaaaaaag cagagaagag 

f 2 ?0 ?faga aaag agagagaaat ggagaaagag aagaaaaaag ggataaagaa gaaagag g 

2271 aaagagaata ccattctcta aaggaagagg tgcagaaaat tccattatcc "tcttcttg 

2272 atcatgcctt gtatgattgg cagccaaact agcccactgt ^aacccaac gttgcttcc 300 

2273 agatgaagat gtgccttcct ctgagtggtg aaatccagat ^agtcagtg £tttct ^ 

2274 ttccattact gctgcagcag aactgagagc ccaatctttt attagatctt "tgtttrt 

2275 cttgataaca ggcctattat aatccgattg tcatctactc caaacacaac agctggtctg 

2276 atgStcag Sgccggacc tctgtagctt ttgtgttcga atggtggcgt ctaagtgttc 



480 
540 
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• • ' DATE: 12/26/2002 

«/0./7«.*77» TI« = 13:32:08 

22 „ c t caaga,« gca=g« t gc tacagcgccg tgagccccag C g««c t ga — g=g «0O 

E — > 2278 tncatca 

2280 <210> SEQ ID NO: 63 ^ 

2281 <211> LENGTH: 402 tF 

2282 <212> TYPE: DNA <*3r 

2283 <213> ORGANISM: Homo sapiens ✓ 

2285 <400> SEQUENCE: 63 „ a4 -„„ a taaaft&ttaa aaaatcaagc aacttctgct 

E -> 2286 ggoagagoao agaccaagcc aggagatgga ta«Wt« gtacttatac cattgagtta 

> 22?7 Sttctgaaa aggataatga tgatgaccaa agtgacaagg f aaa taattga 1 

2 2 2 2 r 9 - tt=ft -ss-s 

SSS= =SSS 5 s& ™ att 



E— > 2318 
E- 



60 

120 



2290 tcagcatga, «9"g — «g t gatt« atttgctgat attctgaa.. 360 

22,2 taSSS SS2- a,ct rtg tac aWtaaaagg tt 

2294 <210> SEQ ID NO: 64 

2295 <211> LENGTH: 607 

2296 <212> TYPE: DNA /W*^ 

2297 <213> ORGANISM: Homo sapiens 

2299 <400> SEQUENCE: 64 at ttaqqttt aacttacttc ttactatata 60 
nr^rr^t.atat qaatatgttt atttaggw a ^ panan3an aa 120 

2301 
2302 
2303 
2304 



400> SEQUENCE: 64 atttaaqttt aacttacttc ttactatata 

ttttcagcat gagaatatgt gaatatgttt atttaggtt cagagaagag 
gatttggctt gttttttata ataacaactg atatatgatt c tgaa agagag 180 

?aagagaaag agagagaaat Wagaaagag "gaaaaaag J* ^ tttcttctt g 240 

aaagagaata ccattctcta aaggaagagg tgcagaa ccaac gtttgc ttcc 300 

_ atcatgcctt gtatgattgg cagccaaact agcccac g 9 gttttctttc 

2305 agatgaagat gtgccttcct ctgagtggtg "atccag J tctt tatgtttt tc 

2306 ttccattact gctgcagcag aactgagagc cca caaacaC aac agctggtctg 

2307 gttgataaca ggcctattat jatccgattg tcatc atggtggcgt ctaagtgttc 
a tgctttcag tagccggacc tctgtagctt ttg g y t at cacttgcg 
ctcaagagtt gcacgtttgc tacagcgccg tgagccccag g 



360 
420 
480 
540 
600 
607 



2308 
2309 

2310 tncatca 

2312 <210> SEQ ID NO: 65 « 

2313 <211> LENGTH: 317 C@< 

2314 <212> TYPE: DNA < S 

2315 <213> ORGANISM: Homo sapiens 

65 o^=» rrcncaaccqc 60 



2317 <400> SEQUENCE : 65 agcg gantag nggcoccgga gcncgaccgc 60 

> 2318 tggggcgtgt gtggaanaao ^tantgocc ag ggtg ggggga ggacggcgtg 120 

> 2319 agcggcanan cgacaacagc 9 9 cctct ctC cacg gt a 180 
E -> 2320 cgagagactc acgggacgcg acgnccccgc * agaaaatgag cttaacatcc 240 

2321 aggggatgac gtagctttgc "aagactta ^agctaa^ * at gatttttgtt 300 

2322 tggtttttgg tgagcagtgg aggcacrcgc ^ 31/ 

2323 ggaaaaaatg actgtga 

2473 <210> SEQ ID NO: 68 

2474 <211> LENGTH: 2349 

2475 <212> TYPE: PRT 

2476 <213> ORGANISM: Homo sapiens 

2 A]l ^ITAfTllllu G1 n an V.1 Le„ Gl« «, ^ Gl» U. Ly. 
IIS? L^. Pro Ly. ser Val «n Ly. U» 01. Lys Phe Leu Ma Asp 01„ 
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DATE: 12/26/2002 
^TpSc™ -/0./762.5™ ™= 13:3*0. 



810 815 



2580 8 ° 5 n _ Qlv Ile Leu Glu Arg Ser Glu Thr Glu 

2581 Thr Asn Leu Gin Thr He Gin Gly lie g30 

2582 820 „ „ pr Gln e Glu Lys Leu Glu His Glu He 

2583 Thr Lys Gin Arg Leu Ser Ser Gin g45 

2584 835 Val Glu Gln Arg His Thr 

2585 Ser His Leu Lys Lys Lys Leu g6Q 

2586 850 t on Asp Val Gln Leu Leu Asp Thr Lys Arg Gln ^eu 

2587 Leu Thr Arg Asn Leu Asp Val ^ 880 

2588 865 u - T a^n Thr Lys Glu Leu Leu Lys Asn 

2589 Asp Thr Glu Thr Asn Leu Hrs Leu Asn Thr Ly ^ 

2590 „ 88 ^ Rla Thr Leu Lys Gln His Leu Ser Asn Met Glu 

2591 Ala Gln Lys Glu He Ala Thr Leu ^y glQ 

2592 pln Ser ser Gln Arg Thr Gly Lys Gly Gln Pro 

2593 Val Gln Val Ala Ser Gln Ser Ser b 925 

2594 915 £ val ser Gln LeU Arg Gln Thr 

2595 Ser Asn Lys Glu Asp Val Asp *s P g4Q 

2596 930 r , Arq Leu Lys Thr Ser Thr Ser 

2597 Glu Glu Gln Val Asn Asp Leu Lys Glu Arg L^ 96Q 

2598 Val Glu Gin Tyr Gln Ala Met Val Thr Ser Leu Glu Glu Ser Leu 

2599 Asn Val Glu i*in -Ly- 1 - ^ 970 y/o 

2 600 965 Asn Ile Glu Val 

2601 Asn Lys Glu Lys Gln Val Thr Glu biu g90 

2602 980 c n . Glu phe Gln T hr Gin Leu Glu Lys Lys Leu 

2603 Arg Leu Lys Glu Ser Ala Glu Phe b ^ 

llll <*„ HI d. L,. <U» £ 61 . - -u - ,V= 

r - Ma r el « - - - s« foir * »■ ^ 

,-> 2608 1025 "JO G1 „ slu Ma Le » Gin Ar, Ma Set Thr 

2609 Ser Ser Val Gln Asn biu 10bb 

IfA Ala Leu Ser Asn Glu^Gln Gln Ala Arg Arg Asp Cys Gln Gl^Gln Ala 

lt\l Lys Ile Ala vTciu Ala Gln Asn Lys Tyr Glu Arg Glu.u Met Leu 

2614 1075 10 l° Gln Ma Ala L ys Glu Gln Val Ser 

2615 His Ala Ala Asp Val Glu Ala Leu 

961 1090 1 . T pin Thr Thr Gln Lys Ala 

Ifll Lys Met Ala Ser Val Arg Gln His Leu Glu GluThr ^ 

E~> 2618 1105 tw<= aia Ser Trp Glu Glu Arg Glu Arg 

2619 Glu Ser Gln Leu Leu Glu Cys Lys Ala SerJ p ^ 

2620 l\ 2 \. . ser Lys C ys Val Cys Arg Cys Glu Asp Leu 

2621 Met Leu Lys Asp Glu Val Ser Lys uy^ n50 

2622 H 40 TM , His Asp Gln He Glu Lys Leu Ser Asp 

2623 Glu Lys Gln Asn Arg Leu Leu His Asp ^ 

\% L ys Val ValMa Ser Val Lys Glu Gly Val Gln GlyPro Leu Asn Val 
Ser r Ser Glu Glu Gly Lys Ser Gln Glu GlnHe Leu Glu Ue. 
E — > 2628 1185 llyU 
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DATE: 12/26/2002 

2629 Arg. Pne .X. «, - L,. GXu .X. AX^Glu ™r Arg P*. GXu - 

llll AXa Gln val Glu sfAeu «, Tyr Arg Gln », val - - ^ 

2632 122 ° ,„„ Glu Rsp ser Leu Asn Ala Glu Arc, Glu Lys 

2633 B9 GXu ^" G1 " Glu LeU 1J40 1245 

r,n v al G1 „ is 5 ^ - - sr - - - Leu Met Lvs 
ni; - ™ v.x « t - r - - - 0 

- ^ GXu'gXu Lys GXu ^ GXn »P - - - 

r,;? vx «, - - »» »• Leu Gl * Glu f^r Ala 

2642 "°° „ _„ slv Het Gin Ma Glu Lys Lys Lea Leu 

2643 Glu Leu Ser Glu Lys Ser Gly Het 1325 

\\\\ G i„ Glu £%.X ^ - - f 3 40" iS ™ V " $ " 

\% Glu GXnVs Asp Pro ^ Glu Glu Tyr Ar^Lys Leu Leu ser^ 

E -> 2648 1345 Ile Gin Gin Leu Thr Glu Glu He Gly 

2649 Lys Glu Val His inr y 13?Q lj/i 

2650 if 5 Tlp Ala Arq ser Asn Ala Ser Leu Thr Asn Asn 

2651 Arg Leu Lys Ala Glu He Ala Arg ber 139Q 

2652 "80 HI Leu Asn Lys Val Arg Thr 

2653 Gin Asn Leu He Gin Ser Leu Lys b 14Q5 

2654 1395 ^ Leu Asp Ala Lys lie He Asp He 

2655 Glu Lys Glu Thr He Gin Lys Asp ^ 

2656 1410 Thr Gin Val Lys Lys He Gly Arg Arg 

2657 Gin Glu Lys Val Lys Thr He Thr ^ ^ 

-> llll ^s - - -r Leu Lys A.GXn - »P ^ - ^ 
-J Olu Th r ser Ale Glfser Ser Gly As, His Gin Glu Gin „. »X Ser 
US vex GX» GX» r Gin GXu Leu L.GXu Th r Leu Asn G.AXa Glu ,r 

2664 1475 1 4 « Glu Asn Leu G1 „ Lys Thr Leu 

2665 Lys Ser Lys Ser Leu Glu Ser G ^ 

2666 1490 l^ b Asn Leu Gln Glu Gin Thr Val Gin 

2 66 7 Ser Glu Lys Glu Thr Glu Ala a g ^ ,,1520 
E -> 2668 1505 "1 0 Leu Gln Asp Arg Thr 

2669 Leu Gln Ser Glu Leu Ser Arg Leu A g 35 

2670 1525 t\ rnn rm Ile Thr Glu Lys Glu Glu Lys 

2671 Thr Gln Glu Glu Gln Leu Arg Gln Gln lie ^ 

2672 "40 1 ser Lys Ile M a His Leu Ala 

2673 Thr Arg Lys Ala He Val Ala ai y 1565 

Gly VaX Ly 5 s 5 AS P GXn Leu £ Lys Glu Asn GXu G.Leu Lys GXn Ar, 
£5 Asn GX^/aX, Leu Asp GXn Gln Lys Asp GXu Leu Asp VaX Ar, XX, Th r 
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RAW SEQUENCE LISTING DATE: 12/26/2002 

PATENT APPLICATION: US/09/762 , 577A TIME: 13:32:08 

Input Set : A: \pto. vsk , txt 

Output Set: N:\CRF4\12262002\l762577A.raw 



E- 


-> 


2678 


1585 






1590 






1595 




*160O 






2679 


Ala 


Leu 


Lys 


Ser 


Gin Tyr 


Glu Gly Arg 


He 


Ser 


Arg Leu 


Glu 


Arg Glu 






2680 










1605 






1610 






1615 






2681 


Leu 


Arg 


Glu 


His 


Gin Glu 


Arg His 


Leu 


Glu 


Gin 


Arg Asp 


Glu 


Pro Gin 






2682 








1620 




1625 






1630 






2683 


Glu 


Pro 


Ser 


Asn 


Lys Val 


Pro Glu 


Gin 


Gin 


Arg 


Gin He 


Thr 


Leu Lys 






2684 






1635 




1640 






1645 








2685 


Thr 


Thr 


Pro 


Ala 


Ser Gly Glu Arg 


Gly 


He 


Ala 


Ser Thr 


Ser 


Asp Pro 






2686 




1650 






1655 








1660 










2687 


Pro 


Thr 


Ala 


Asn 


He Lys 


Pro Thr 


Pro 


Val 


Val 


Ser Thr 


Pro 


Ser Lys 


E- 


-> 


2688 


1665 






1670 






1675 




«rl680 






2689 


Val 


Thr 


Ala 


Ala 


Ala Met 


Ala Gly Asn 


Lys 


Ser 


Thr Pro Arg Ala Ser 






2690 










1685 






1690 






1695 






2691 


He 


Arg 


Pro 


Met 


Val Thr 


Pro Ala 


Thr 


Val 


Thr 


Asn Pro 


Thr 


Thr Thr 






2692 








1700 




1705 






1710 






2693 


Pro 


Thr 


Ala 


Thr 


Val Met 


Pro Thr 


Thr 


Gin 


Val 


Glu Ser 


Gin 


Glu Ala 






2694 






1715 




1720 






1725 








2695 


Met 


Gin 


Ser 


Glu 


Gly Pro 


Val Glu 


His 


Val 


Pro 


Val Phe 


Gly 


Ser Thr 






2696 




1730 






1735 








1740 










2697 


Ser 


Gly 


Ser 


Val 


Arg Ser 


Thr Ser 


Pro 


Asn 


Val 


Gin Pro 


Ser 


He Ser 


E- 


-> 


2698 


1745 






1750 






1755 




el760 






2699 


Gin 


Pro 


He 


Leu 


Thr Val 


Gin Gin 


Gin 


Thr 


Gin 


Ala Thr 


Ala 


Phe Val 






2700 










1765 






1770 






1775 






2701 


Gin 


Pro 


Thr 


Gin 


Gin Ser 


His Pro 


Gin 


He 


Glu 


Pro Ala 


Asn 


Gin Glu 






2702 








1780 




1785 








1790 






2703 


Leu 


Ser 


Ser 


Asn 


He Val 


Glu Val 


Val 


Gin 


Ser 


Ser Pro 


Val 


Glu Arg 






2704 






1795 




1800 






1805 








2705 


Pro 


Ser 


Thr 


Ser 


Thr Ala 


Val Phe 


Gly Thr 


Val 


Ser Ala 


Thr 


Pro Ser 






2706 




1810 






1815 








1820 










2707 


Ser 


Ser 


Leu 


Pro 


Lys Arg 


Thr Arg 


Glu 


Glu 


Glu 


Glu Asp 


Ser 


Thr He 


E- 


~> 


2708 


1825 






1830 






1835 




el840 






2709 


Glu 


Ala 


Ser 


Asp 


Gin Val 


Ser Asp 


Asp 


Thr 


Val 


Glu Met 


Pro 


Leu Pro 






2710 










1845 






1850 






1855 






2711 


Lys 


Lys 


Leu 


Lys 


Ser Val 


Thr Pro 


Val 


Gly 


Thr 


Glu Glu 


Glu 


Val Met 






2712 








1860 




1865 






1870 






2713 


Ala 


Glu 


Glu 


Ser 


Thr Asp 


Gly Glu 


Val 


Glu 


Thr 


Gin Val 


Tyr 


Asn Gin 






2714 






1875 




1880 






1885 








2715 


Asp 


Ser 


Gin 


Asp 


Ser He 


Gly Glu 


Gly Val 


Thr 


Gin Gly Asp 


Tyr Thr 






2716 




1890 






1895 








1900 










2717 


Pro 


Met 


Glu 


Asp 


Ser Glu 


Glu Thr 


Ser 


Gin 


Ser 


Leu Gin 


He 


Asp Leu 


E- 


-> 


2718 


1905 






1910 






1915 




*1920 






2719 


Gly 


Pro 


Leu 


Gin 


Ser Asp 


Gin Gin 


Thr 


Thr 


Thr 


Ser Ser 


Gin 


Asp Gly 






2720 










1925 






1930 






1935 






2721 


Gin Gly 


Lys 


Gly Asp Asp 


Val He 


Val 


He 


Asp 


Ser Asp Asp 


Glu Glu 






2722 








1940 




1945 






1950 






2723 


Glu 


Asp 


Glu 


Glu 


Asp Asp 


Asp Asp Asp 


Glu 


Asp Asp Thr 


Gly 


Met Gly 






2724 






1955 




1960 






1965 








2725 


Asp 


Glu 


Gly Glu Asp Ser 


Asn Glu 


Gly Thr 


Gly Ser Ala 


Asp Gly Asn 






2726 




1970 






1975 








1980 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/762 , 577A 



DATE: 12/26/2002 
TIME: 13:32:08 



Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\12262002\l762577A.raw 



2727 Asp Gly Tyr Glu Ala Asp Asp Ala Glu Gly Gly Asp Gly Thr Asp Pro 

2728 1985 1990 1995 <200' 

2729 Gly Thr Glu Thr Glu Glu Ser Met Gly Gly Gly Glu Gly Asn His Arg 

2730 2005 2010 2015 

2731 Ala Ala Asp Ser Gin Asn Ser Gly Glu Gly Asn Thr Gly Ala Ala Glu 

2732 2020 2025 2030 

2733 Ser Ser Phe Ser Gin Glu Val Ser Arg Glu Gin Gin Pro Ser Ser Ala 

2734 2035 2040 2045 

2735 Ser Glu Arg Gin Ala Pro Arg Ala Pro Gin Ser Pro Arg Arg Pro Pro 

2736 2050 2055 2060 

2737 His Pro Leu Pro Pro Arg Leu Thr He His Ala Pro Pro Gin Glu Leu 

2738 2065 2070 2075 <*208l 

2739 Gly Pro Pro Val Gin Arg He Gin Met Thr Arg Arg Gin Ser Val Gly 

2740 2085 2090 2095 

2741 Arg Gly Leu Gin Leu Thr Pro Gly He Gly Gly Met Gin Gin His Phe 

2742 2100 2105 2110 

2743 Phe Asp Asp Glu Asp Arg Thr Val Pro Ser Thr Pro Thr Leu Val Val 

2744 2115 2120 2125 

2745 Pro His Arg Thr Asp Gly Phe Ala Glu Ala He His Ser Pro Gin Val 

2746 2130 2135 2140 

2747 Ala Gly Val Pro Arg Phe Arg Phe Gly Pro Pro Glu Asp Met Pro Gin 

2748 2145 2150 2155 62161 

2749 Thr Ser Ser Ser His Ser Asp Leu Gly Gin Leu Ala Ser Gin Gly Gly 

2750 2165 2170 2175 

2751 Leu Gly Met Tyr Glu Thr Pro Leu Phe Leu Ala His Glu Glu Glu Ser 

2752 2180 2185 2190 

2753 Gly Gly Arg Ser Val Pro Thr Thr Pro Leu Gin Val Ala Ala Pro Val 

2754 2195 2200 2205 

2755 Thr Val Phe Thr Glu Ser Thr Thr Ser Asp Ala Ser Glu His Ala Ser 

2756 2210 2215 2220 

2757 Gin Ser Val Pro Met Val Thr Thr Ser Thr Gly Thr Leu Ser Thr Thr 

2758 2225 2230 2235 <r2241 

2759 Asn Glu Thr Ala Thr Gly Asp Asp Gly Asp Glu Val Phe Val Glu Ala 

2760 2245 2250 2255 

2761 Glu Ser Glu Gly He Ser Ser Glu Ala Gly Leu Glu lie Asp Ser Gin 

2762 2260 2265 2270 

2763 Gin Glu Glu Glu Pro Val Gin Ala Ser Asp Glu Ser Asp Leu Pro Ser 

2764 2275 2280 2285 

2765 Thr Ser Gin Asp Pro Pro Ser Ser Ser Ser Val Asp Thr Ser Ser Ser 

2766 2290 2295 2300 

27 67 Gin Pro Lys Pro Phe Arg Arg Val Arg Leu Gin Thr Thr Leu Arg Gin 

2768 2305 2310 2315 e232\ 

2769 Gly Val Arg Gly Arg Gin Phe Asn Arg Gin Arg Gly Val Ser His Ala 

2770 2325 2330 2335 

2771 Met Gly Gly Arg Gly Gly He Asn Arg Gly Asn He Asn 

2772 ^ 2340 ^ 2345 
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VARIABLE LOCATION SUMMARY DATE : 12/26/2002 

MTENT APPLICATION : US/09/762,577A TIME: 13:32:09 

Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\12262002\I762577A.raw 

no If <22ol to <223> is MANDATORY if n's or Xaa's are present, 
in^'oi to <22 3 i section, please explain location of n or Xaa, and wh.cn 
residue n or Xaa represents. 

Seq#:24; Xaa Pos. 2,4,7,16 
Sea#*30; Xaa Pos. 9,14,15,20 

IS! 40 N Pos. 1,80,254,265,275,282 290 304 
Seq#:42; N Pos. 15,22,24,76,77,119,153,163 
Seq#:43; N Pos. 11,90,138,166,185,190,200 
Seq#:49; N Pos. 163,168 
Seq#:62; N Pos. 602 
Seq#:63; N Pos. 35 
Seq#:64; N Pos. 602 

Seq#:65; N Pos. 17,25,37,41,53,68,70,144 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/762 , 577A 



DATE: 12/26/2002 
TIME: 13:32:09 



L: 
L: 
L: 
M: 
L: 
L: 
L: 
L: 
M: 
L: 
M: 
L: 
M: 
L: 
M: 
L: 
L: 
L 
L 
L 
M 
L 
M 



Input Set : A:\pto.vsk.txt 

Output Set: N:\CRF4\12262002\I762577A.raw 

14 M-270 C: Current Application Number differs, Replaced Current Application No 
14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
(32) Invalid/Missing Amino Acid Numbering, SEQ ID: 10 



630 M:332 E 
332 Repeated in SeqNo=10 



1150 M:341 W 
1220 M:341 W 
1222 M:341 W 
1516 M:340 E 



(46) 
(46) 
(46) 
(46) 



"n" or 

"n" or "Xaa 

"n" or "Xaa 

"n" or "Xaa 



"Xaa" used, for SEQ ID#:24 after pos . : 0 

used, for SEQ ID#:30 after pos.:0 

used, for SEQ ID#:30 after pos.:16 

used: Feature required, for SEQ ID#: 



34 0 Repeated in SeqNo=4 0 
1539 M:340 E: (46) "n" or 
34 0 Repeated in SeqNo=42 
:1549 M:340 E: (46) "n" or 
:34 0 Repeated in SeqNo=4 3 

:1809 M:332 E: (32) Invalid/Missing Amino Acid Numbering 
:332 Repeated 
:1977 M:340 E 
:2278 M:340 E 
:2286 M:340 E 
:2310 M:340 E 
:2318 M:340 E 

:340 Repeated in SeqNo=65 _ 
:2608 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: ba 
:332 Repeated in SeqNo-68 



40 



42 



"Xaa" used: Feature required, for SEQ ID# 
"Xaa" used: Feature required, for SEQ ID#:43 

SEQ ID:46 



for SEQ ID#:49 
for SEQ ID#:62 
for SEQ ID#:63 
for SEQ ID#:64 
for SEQ ID#:65 



(46) 


"n" 


or 


"Xaa" 


used: 


Feature 


(46) 


"n" 


or 


"Xaa" 


used: 


Feature 


(46) 




or 


"Xaa" 


used: 


Feature 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 


(46) 


"n" 


or 


"Xaa" 


used : 


Feature 
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RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical ^formation 
Center (STIC) detected errors when processing the following computer readable 
form: 




Application Serial Number: 
Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTEE 'ERRORS. 

PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONT AC ™°?^ 
PATENTS 2.1 e-mail help: p»tin21help(g>,US P to.gOV or P ho ~ T!^" 9 ^^ 
PATENTTN 3.0 e-mail help: pa tin3he.D@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
SSSTl^Sl ACCESSIBLE THROUGH THE U^S- PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
hrt p://www.uspto. f ;ov/web/offic es/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or ^RomshouM be aware that there is 
,. EFS-Bio < <l. Hn; //«ww.us P lo.f "vfeh-/ef s /d» W .l..ds/docum m t S .htm> , EFS Submission 

2 l7^ U ^^ M ^^Om^S^C,?.O.^.MM^VA 22202 

Sr P ST— 01T.e«,T«oh»o,o gy Ce.,er ,600 R^don A^,^ Ex^«N me , 
S^enee Wormauon, Crystal Mall One, 1911 Sou* Clark S««, Arlington, VA 22202 
U S. Patent and°r»d«n»rk Office, Box Serene., Customer Window, Lobby, Room 1B03, Crjrctal Plaza Two, 
201 1 South Clark Place, Arlineton, VA „ s fMm ^ Trademark OfOce, 
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